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Introduction Materials and methods

Cadmium (Cd) is widely accepted as one of the most toxic and distribut- Photosynthesis
ed heavy-metal pollutants with high water-solubility and easy absorption by Pontederia cordata '
plant roots, consequently constituting a threat to the health of humans and
other organisms through its accumulation in the food chain and biological
amplification. Phytoremediation is an ecologically sustainable technology
with low costs and low maintenance, which can effectively remove heavy
metals from sediments and water in wetlands, and contemporarily delivers W7
oxygen to the rhizosphere of wetland plants through aerenchyma from the b
shoot to root, thereby improving water quality. \

Pontederia cordata, an ornamental macrophyte in wetlands, is easily (<-
propagated and has the high biomass and stout rhizome. Our previous in- any _%) Transcriptomics
vestigation indicated this species is heavy-metal tolerant, immobilizing I
most of the heavy metals in its roots, and is therefore an excellent material
for wetland restoration and revegetation.
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The top 20 of KEGG enrichment analysis of DEGs in sets of CK-0 h vs T-24 h, CK-0 hvs T-48 h, and T-24 h vs T-48 h, re-
spectively. The number of genes in the top 10 pathways with the lowest g value in sets of CK-0 h vs T-24 h, CK-0 h vs
T-48 h, and T-24 h vs T-48 h, respectively.
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